| Genotyping
Genomic DNA was extracted from peripheral blood leukocytes using a DNA isolation kit following the manufacturer's instructions (Sangon Biotech, Shanghai, China). The genotyping was mainly based on SNP scan method 9 (Genesky Biotechnologies Inc., Suzhou, China).
Ten percent of samples from patients and controls were randomly selected to evaluate the quality of genotyping, which showed 100% concordance.
| Statistical analysis
Logistic regression analysis was tested to evaluate the association between rs12654812 and nephrolithiasis. Odds ratio (OR), confidence interval (CI), and P value were combined to assess the power of correlation. Six covariates (i.e, age, sex, BMI, smoking status, drinking status, and hypertension status) were used to exclude potential confounding factors that influence the association. Meanwhile, other indexes were also applied to evaluate the effects of rs12654812 on renal function (UA, BUN, and Ccr). All statistical tests were two-sided.
| RE SULTS
In the baseline analysis (Table 1) , the mean age of the nephrolithiasis patients was 48.03 ± 12.43 years compared with 48.47 ± 12.10 years in controls, which showed no significant difference (P = .481). Also, the sex distributions were similar (P = .193) among the two groups.
However, it suggested that BMI, the smoking status, drinking status, hypertension status, and renal function (crea and UA) were significantly different between the two groups (P < .05).
The genotype frequencies and allelic distribution of rs12654812 polymorphisms are given in Table 2 TA B L E 3 Stratification analyses of rs12654812 association with nephrolithiasis risk 20, 21 In addition, parathyroid hormone, a known risk factor of nephrolithiasis, which is also at a low level due to the negative feedback of hypophosphatemia.
Our study also had several limitations. As our study was hospitalbased study design and inevitably exist a certain degree of selection bias, we applied rigorous epidemiological criterion and used statistical methods to adjust the effects of confounding factors.
In addition, our sample size was limited and the sample source was mainly from China Guangxi region, the larger sample size from multicenter may help in better understanding of the role of RGS14 gene in nephrolithiasis.
| CON CLUS IONS
The polymorphism of RGS14 gene (rs12654812) would be signifi- 
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